. Schematic representation of jaz T-DNA insertion lines. Shown are details of T-DNA insertion lines used in this study. The exact location of the T-DNA inserts is not depicted and are not to scale. UTRs, exons and introns are represented by grey bars, black bars and raised lines, respectively.
. Detection of seed aborts in jaz7-1D and confirmation of jaz7-1. (A) Siliques of jaz7-1D and WT were examined for seed aborts with a 1:3 ratio (7:19) of aborts (indicated by arrows) to normal ovules observed in jaz7-1D. (B) Primers specific to the first or second exon of JAZ7 were used to screen for full or truncated transcripts derived from the jaz7-1 T-DNA line WiscDsLox7H11. JAZ7 transcript 5' to the T-DNA insertion site was detected at levels similar to Col-0 however, it is unlikely 5' JAZ7 transcripts would produce a truncated protein as non-polyadenylated transcripts would be degraded if not correctly processed. No transcript was detected with primers specific to the second exon (3' to T-DNA insertion site). Values are averages ± SE of three biological replicates consisting of pools of 10 plants. Gene expression levels are relative to the internal control β-actin genes. Fig. S5. Backcrossed F2 jaz7-1D 
